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ABSTRACT

Chondrosarcoma is a malignant tumor of mesenchymal origin predominantly 
composed of cartilage-producing cells. This type of bone cancer is extremely resistant 
to radiotherapy and chemotherapy. Surgical resection is the primary treatment, but 
is often difficult and not always practical for metastatic disease, so more effective 
treatments are needed. In particular, it would be helpful to identify molecular 
markers as targets for therapeutic intervention. Endothelin-1 (ET-1), a potent 
vasoconstrictor, has been shown to enhance chondrosarcoma angiogenesis and 
metastasis. We report that ET-1 promotes epithelial–mesenchymal transition (EMT) 
in human chondrosarcoma cells. EMT is a key pathological event in cancer progression, 
during which epithelial cells lose their junctions and apical-basal polarity and adopt 
an invasive phenotype. Our study verifies that ET-1 induces the EMT phenotype in 
chondrosarcoma cells via the AMP-activated protein kinase (AMPK) pathway. In 
addition, we show that ET-1 increases EMT by repressing miR-300, which plays an 
important role in EMT-enhanced tumor metastasis. We also show that miR-300 directly 
targets Twist, which in turn results in a negative regulation of EMT. We found a highly 
positive correlation between ET-1 and Twist expression levels as well as tumor stage 
in chondrosarcoma patient specimens. Therefore, ET-1 may represent a potential 
novel molecular therapeutic target in chondrosarcoma metastasis.

INTRODUCTION

Chondrosarcoma, the second most common type of 
bone cancer, is a heterogeneous group of malignancies that 
are characterized by the production of cartilage matrix. 
Chondrosarcomas can be classified into three histologic 
grades: grade I (low-grade), grade II (intermediate 
grade) or grade III (high-grade). The higher the grade, 
the more likely the tumor is to metastasize to other areas 
of the body. Although high-grade tumors develop in 
approximately only 5–10% of chondrosarcoma patients, 

these aggressive tumors remain the major cause of death 
[1, 2]. Thus, metastasis is a major obstacle that must be 
overcome for the successful treatment of chondrosarcoma. 
Exploring the molecular basis of metastasis may help to 
improve the early detection, prevention, intervention, and 
prognostic evaluation of a chondrosarcoma.

Secreted proteins are responsible for crosstalk 
among cancer cells and may facilitate the progression 
of metastasis, particularly within the steps of epithelial–
mesenchymal transition (EMT), migration, and invasion 
[3–6]. Endothelin-1 (ET-1) is a potent vasoconstrictor and 
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the most abundantly and widely expressed member of 
the endothelin family of proteins (ET-1, ET-2, and ET-3). 
Aberrant ET-1 is implicated in the pathobiology of a wide 
range of human tumors [7]. ET-1 acts as a survival factor 
from apoptosis via the endothelin A receptor (ETAR) [8] 
or ETBR [9] in an autocrine/paracrine manner in several 
different types of tumor cells. It has been reported that 
an association between ET-1 and various secreted factors 
or matrix proteins plays an important role in tumor 
progression and metastasis [10], while other research 
has demonstrated that the ET-1/ETAR autocrine pathway 
drives EMT in ovarian tumor cells by inducing an invasive 
phenotype [11]. These findings suggest that ET-1 induces 
the EMT process and may represent a novel target for 
therapeutic intervention in tumor angiogenesis and 
metastasis.

The metastatic process consists of distinct steps, 
including tumor growth, angiogenesis, tumor cell 
detachment, EMT, survival within blood and lymphatic 
vessels and embolization, extravasation, mesenchymal–
epithelial transition (MET), formation of micrometastasis 
and, finally, growth of macrometastasis. EMT increases 
the metastatic and invasive potential of these cells. 
Downregulation of epithelial markers such as cytokeratin 
and E-cadherin and upregulation of mesenchymal 
markers such as vimentin, N-cadherin characterize 
the EMT process. Usually, inhibition of E-cadherin 
expression leads to induction of N-cadherin expression, 
which has been associated with tumor invasiveness [6]. 
Twist, and other transcription factors such as TGF-β, 
Snail, Slug and Sip1, have been show to play a regulatory 
role in EMT [6].

MicroRNAs (miRNAs) are small, endogenous, 
evolutionarily conserved non-coding ribonucleotide 
acids. It is estimated that up to 3% of the human 
genome codes for miRNA sequences. MiRNAs are 
involved in numerous biological processes, including 
cell growth, development, differentiation, proliferation, 
and death. They bind to complementary sequences 
in the 3′ untranslated regions (3′ UTRs) of their 
target mRNAs, resulting in degradation or blocking 
of gene translation. Studies have demonstrated that 
miRNAs modulate the metastatic process in many 
tumors [12]. Recently, miRNA microarray analysis 
has highlighted differential expression of miRNAs 
between mesenchymal-like cancer cells and epithelial-
like cancer cells [13, 14]. Remarkably, miR-300 
was down-regulated in cancer cells that underwent 
EMT compared with miR-300 expression in typical 
epithelial phenotype carcinoma cells, indicating that 
miR-300 may affect EMT. This study found that ET-1 
promotes EMT in chondrosarcomas by inhibiting miR-
300 via the AMP-activated protein kinase (AMPK) 
signaling pathways. This work provides a novel insight 
into the mechanism of ET-1 in metastasis of human 
chondrosarcoma cells.

RESULTS

ET-1 promotes EMT in human chondrosarcoma 
cells

ET-1 has been implicated in the angiogenesis and 
metastasis of human chondrosarcoma cells [15, 16]. To 
investigate the effects of ET-1 on chondrosarcoma cell 
migration, JJ012 and SW1353 cells were treated with 
different concentrations of ET-1. As shown in Figure 1A-
1C, ET-1 induced wound healing (Figure 1A), migration 
(Figure 1B) and invasion (Figure 1C) of chondrosarcoma 
cells in a dose-dependent manner. The essential features 
of EMT in the context of tumor progression are enhanced 
cell migration and invasion [17, 18]. To examine 
whether ET-1 is required for EMT in chondrosarcoma, 
the chondrosarcoma cell lines were treated with ET-1. 
Induction of EMT after ET-1 treatment was demonstrated 
by a shift from the expression of an epithelial marker 
(E-cadherin) to mesenchymal markers (N-cadherin and 
vimentin) (Figure 1D-1F).

To further clarify whether ET-1 is associated with 
migration activity and EMT in chondrosarcoma, highly 
migratory JJ012(S10) cells were selected by Transwell 
assay. Results revealed that JJ012(S10) cells show higher 
migration (Figure 2A) and invasion abilities (Figure 2B) 
as well higher expression of ET-1 and EMT markers 
(N-cadherin, vimentin and Twist) as compared with 
JJ012(S0) cells (Figure 2C-2F). Moreover, E-cadherin 
levels were reduced in JJ012(S10) cells as compared with 
JJ012(S0) cells (Figure 2E & 2F). The findings indicate 
that ET-1 promotes EMT in chondrosarcoma cells.

ETRs are involved in ET-1-induced EMT in 
chondrosarcoma

ET-1 acts through two distinct subtypes of G-protein 
coupled receptors (i.e., ETA and ETB) [19, 20]. Therefore, 
we hypothesized that the ET receptors may be involved in 
ET-1-induced EMT and cell migration in chondrosarcoma. 
Pretreatment of chondrosarcoma cells with the ETAR 
antagonist BQ123 and the ETBR antagonist BQ788 
abolished ET-1-induced wound healing (Figure 3A), 
migration (Figure 3B), and invasion (Figure 3C). We 
further examined whether ET-1 has the ability to trigger 
activation of EMT-related markers via the ETRs. Our 
results show that ETR inhibitors reverse ET-1-induced 
changes in expression of EMT markers (Figure 3D-
3F). These data suggest that ET-1 promotes EMT in 
chondrosarcoma via the ETRs.

Twist is required for ET-1-increased EMT and 
cell migration in human chondrosarcoma cells

Previous studies have indicated that Twist promotes 
the initiation of EMT [21, 22]. We therefore hypothesized 
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Figure 1: ET-1 promotes cell migration and EMT in chondrosarcoma cells. Cells were incubated with ET-1 (10~100 nM) 
for 24 h, and cell migration was measured by the wound-healing assay A. (Scar bar = 200 μm), the Transwell assay B. and the invasion 
assay C. (n=4-6). D-F. The cells were incubated with ET-1 for 24 h, and the protein and mRNA expression of E-cadherin, N-cadherin and 
vimentin were measured by western blot (D) and qPCR (E&F) (n=6-8). Results are expressed as the mean ± S.E.M. *p < 0.05 compared 
with control.
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that Twist may be involved in ET-1-increased EMT 
and cell migration in human chondrosarcoma cells. 
Treatment of cells with ET-1 enhanced Twist expression 
in a dose-dependent manner (Figure 4A & 4B). To further 

evaluate whether the activation of Twist is required for 
ET-1-induced migration and EMT, cells were transiently 
transfected with Twist siRNA, before undergoing ET-1 
stimulation. The results revealed that ET-1 elicits a 

Figure 2: Upregulation of ET-1 and EMT in migration-prone chondrosarcoma cells. After 10 rounds of selection using the 
cell culture insert system, the migration-prone subline JJ012(S10) exhibited greater migration A. and invasion ability B. than the original 
JJ012(S0) line. C-F. ET-1 and EMT marker expression in JJ012(S0) and JJ012(S10) were exmained by western blot and qPCR (n=3). 
Results are expressed as the mean ± S.E.M. * p< 0.05 compared with JJ012(S0).
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Figure 3: ET-1 promotes cell migration and EMT through ETRs. A & B. Cells were incubated with BQ123 (10 μM) or BQ788 
(10 μM) for 30 mins before undergoing stimulation with ET-1 (100 nM) for 24 h. Cell migration was measured by the wound-healing assay 
(A) (Scar bar = 200 μm), the Transwell assay (B) and invasion assay C. (n=4-5). D-F. Cells were incubated with BQ123 (10 μM) or BQ788 
(10 μM) for 30 mins, then treated with ET-1 for 24 h. Protein and mRNA expression levels of E-cadherin, N-cadherin and vimentin were 
measured by western blot (D) and qPCR (E&F) (n=5-6). Results are expressed as the mean ± S.E.M. * p< 0.05 compared with control. # p 
< 0.05 compared with the ET-1-treated group.
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Figure 4: ET-1 enhances cell migration and EMT through Twist activation. A & B. Cells were incubated with ET-1 (10~100 
nM) for 24 h, and the protein and mRNA expression levels of Twist were measured by western blot (A) and qPCR (B). C-F. Cells were 
transfected with Twist siRNA for 24 h followed by stimulation with ET-1 (100 nM) for 24 h (n=4-5). Cell migration and EMT marker 
expression were examined by Transwell migration assay, invasion assay and qPCR. Results are expressed as the mean ± S.E.M. *p< 0.05 
compared with control. #p < 0.05 compared with the ET-1-treated group.
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significant change in cell migration (Figure 4C) and 
invasion (Figure 4D) as well as EMT (Figure 4E & 4F), 
all of which were drastically attenuated in the presence of 
Twist siRNA. Twist therefore plays a critical role in ET-1-
induced EMT and cell migration.

The AMPK signaling pathway is involved in ET-
1-induced EMT and cell migration

AMPK has been shown to regulate human 
chondrosarcoma metastasis [23, 24]. We therefore 
investigated whether AMPK mediates ET-1-induced EMT 
and migration of chondrosarcoma cells. Transfection of 
chondrosarcoma cells with AMPK-specific siRNA 
(AMPKα1 or AMPKα2 siRNA) abolished ET-1-induced 
cell migration (Figure 5A) and invasion (Figure 5B). 
Moreover, AMPK-specific siRNA reversed ET-1-
induced EMT (Figure 5C-5E). Subsequently, we directly 
measured AMPK phosphorylation in response to ET-1 
and found that stimulation of cells with ET-1 increased 
phosphorylation of AMPK in a time-dependent manner 
(Figure 5F). These data suggest that AMPK activation 
is involved in ET-1-induced cell migration and EMT in 
human chondrosarcomas.

ET-1 induces Twist expression by inhibiting miR-
300 in chondrosarcomas

Recent evidence has highlighted the role played 
by miRNAs in modulating the metastatic process in 
solid tumors [25]. Many studies have subsequently been 
conducted and a large number of miRNAs have been 
found to correlate with the EMT process [26]. We next 
used 3 online computational algorithms (TargetScan, 
miRanda and miRWalk) to explore candidate miRNAs that 
target Twist. The results indicate that miR-300 targets the 
3’-untranslated region (UTR) segment of Twist mRNA. 
We found that miR-300 expression was decreased in a 
dose-dependent manner after ET-1 treatment (Figure 6A). 
When we transfected chondrosarcomas with a miR-300 
mimic then treated them with ET-1, the miR-300 mimic 
but not the control miRNA abolished ET-1-induced Twist 
expression and EMT (Figure 6D-6E). We also confirmed 
the role of miR-300 in cell migration by targeting Twist. 
The data indicate that the miR-300 mimic inhibited ET-1-
induced migration (Figure 6B) and invasion (Figure 6C).

To elucidate whether miR-300 specifically targets 
the Twist 3′UTR, we constructed luciferase reporter 
vectors harboring wild-type 3′UTR of the Twist mRNA 
(WT-Twist-3′UTR) and mismatches in the predicted 
miR-300 binding site (MT-Twist-3′UTR; Figure 7A). 
These vectors were then transfected into JJ012 cells after 
undergoing treatment with various concentrations of ET-1. 
As shown in Figure 7B, ET-1 decreased luciferase activity 
in the WT-Twist-3′UTR plasmid but not in the MT-Twist-
3′UTR, indicating that miR-300 directly represses Twist 

protein expression via binding to the 3′UTR of human 
Twist. In addition, BQ123, BQ788 and AMPK inhibitors 
(Ara A and compound C) reversed ET-1-inhibited miR-
300 expression (Figure 7C) and WT-Twist-3′UTR 
luciferase activity (Figure 7D). Furthermore, AMPKα1 or 
α2 siRNA also reversed ET-1-inhibited WT-Twist-3′UTR 
luciferase activity (Figure 7E). These data indicate that 
miR-300 directly represses Twist expression via binding 
to the 3′UTR of human Twist through ETRs and AMPK 
signaling.

ET-1 expression is positively correlated with 
Twist expression in resected chondrosarcoma 
specimens

To determine the clinical significance of ET-1 and 
Twist in patients with chondrosarcoma, we performed 
an immunohistochemical (IHC) assay using a tissue 
microarray to compare the expression of ET-1 and Twist in 
normal cartilage and different grades of chondrosarcomas. 
Representative examples of IHC staining for ET-1 
and Twist in normal cartilage and histopathologically 
different grades of chondrosarcoma tissues are shown in 
Figure 8A. The expression of ET-1 and Twist increased 
significantly with tumor progression (Figure 8B & 8C). 
In addition, Pearson’s correlation revealed significantly 
positive correlations between ET-1 expression and Twist 
(r2 = 0.6238, P < 0.0001) (Figure 8D). Higher levels of 
ET-1 expression were found in tumor specimens and 
were positively correlated with Twist expression in 
chondrosarcomas.

DISCUSSION

The advent of effective systemic chemotherapy 
has dramatically improved long-term survival in other 
primary malignant bone tumors, such as osteosarcoma 
and Ewing’s sarcoma, chondrosarcoma continues to have a 
poor prognosis due to the limited effectiveness of adjuvant 
therapy [1]. Chondrosarcoma shows a predilection for 
metastasis to the lungs. Much has been learned about 
the commonly known and well-studied process of EMT 
during the malignant progression to chondrosarcoma. 
It is therefore important to explore potential targets for 
preventing the occurrence of EMT in chondrosarcoma. 
This study describes how ET-1 enhances the expression of 
Twist in human chondrosarcoma cells and subsequently 
increases EMT and metastasis. In addition, the 
downregulation of miR-300 through the ETRs and AMPK 
pathway is mediated by ET-1-induced EMT and tumor 
metastasis.

Considerable evidence suggests that tumor 
cells expressing aberrant levels of ET-1 facilitate 
tumor development and progression. Our previous 
study indicated that ET-1 facilitates oncogenesis in 
human chondrosarcoma by increasing cell migration 
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Figure 5: AMPK is involved in ET-1-induced EMT and cell migration. A-E. Cells were transfected with AMPKα1 or AMPKα2 
siRNA for 24 h, then stimulated with ET-1 for 24 h. Cell migration (A), invasion (B) and EMT marker expression (C-E) were measured 
by Transwell migration assay, invasion assay, western bolt and qPCR. JJ012 cells were treated with ET-1, the AMPK phosphorylation was 
examined by western blot F. (n=4-5). Results are expressed as the mean ± S.E.M. * p< 0.05 compared with control. #p < 0.05 compared 
with the ET-1-treated group.  
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Figure 6: ET-1 promotes cell migration and EMT expression by downregulating miR-300 expression. A. Cells were 
incubated with ET-1 (10~100 nM) for 24 h, and miR-300 expression was examined by q-PCR. Cells were transfected with a control miRNA 
or miR-300 mimic for 24 h then stimulated with ET-1 (100 nM) for 24 h. B-E. Cell migration (B), invasion (C) and EMT marker expression 
(D-E) were examined by Transwell migration assay, invasion assay, western blot and q-PCR (n=4-6). Results are expressed as the mean ± 
S.E.M. * p< 0.05 compared with control. #p < 0.05 compared with the ET-1-treated group. 
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via the matrix-metalloproteinase (MMP) family and 
cyclooxygenase (COX)-2 overexpression [15, 16]. We 
have also previously demonstrated that ET-1 facilitates 
tumor metastasis and tumorigenesis by mediating 
angiogenesis in human chondrosarcomas [27]. However, 
the molecular mechanisms of ET-1-regulated EMT in 
human chondrosarcomas are not well characterized. The 
present study reveals that ET-1 signaling has a distinct 
function in chondrosarcoma, namely, regulation of EMT 
and cell migration.

Higher AMPK expression has been found to 
correlate with lower tumor grade and/or grade in various 
cancers, including ovarian, hepatocellular, pancreatic, 
breast, and gallbladder cancers [28, 29], and evidence 
indicates that the tumors in Peutz-Jeghers syndrome 
may result from deficient activation of AMPK due to 
inactivation of serine/threonine kinase 11, the major 
upstream kinase required for AMPK activation [30]. 
Recently, several studies have shown that AMPK plays 
an important role in metastasis through its effects on 
cell migration, and that AMPK stimulates cell motility 
via microtubule polymerization [31]. Silencing AMPK 
expression disrupts front-rear polarity and results in 
directional migration defects [32–34]. Our results indicate 
that ET-1 induces cell migration by activation of AMPK 

in human chondrosarcoma cells. AMPK may therefore 
represent a potential target for the development of new 
anticancer drugs, in particular those targeting metastasis.

miRNAs control gene expression by binding to 
complementary sequences in 3′UTRs of target mRNAs 
[35, 36]. Deregulated miRNA expression has been cited 
in human cancers and may affect multiple steps during 
metastasis [37]. In particular, the following miRNAs 
can regulate metastatic ability in osteosarcoma: miR-
507 [38], miR-497 [39], miR-519d [23], miR-185 [40], 
miR-218 [40] and miR-200b [41]. Our study indicates 
that miR-300 is downregulated in response to ET-1; miR-
300 reportedly suppresses tumor formation in human 
glioblastoma, making it an attractive candidate biomarker 
for the prediction of response to cancer treatment [42, 43]. 
In this study, transfection of cells with miR-300 mimic 
reduced ET-1-induced cell migration, indicating that miR-
300 can function as a tumor suppressor.

Previous research has demonstrated Twist functions 
in many stages of cancer metastasis [44, 45]. ET-1 has 
been reported to regulate Twist expression [46]. Our study 
found increasing Twist mRNA and protein expression 
in JJ012/S10 cells. Knockdown of Twist expression via 
transfection with Twist siRNA abolished ET-1-induced 
migration activity of chondrosarcoma cells, demonstrating 

Figure 7: miR-300 directly represses Twist expression via binding to the 3’UTR of the human Twist. A. Schematic 
3’UTR representation of the human Twist containing the miR-300 binding site. B. Cells were transfected with a wt or mutant Twist 3′UTR 
luciferase plasmid for 24 h followed by stimulation with ET-1 (10~100 nM) for 24 h, and the relative luciferase activity was measured. 
C-E. Cells were pretreated with BQ123 (10 μM), BQ788 (10 μM), Ara A (1 mM) and compound C (10 μM) for 30 min or pre-transfected 
with specific siRNAs for 24 h followed by stimulation with ET-1 for 24 h. miR-300 expression or wild-type Twist 3′UTR luciferase activity 
were examined (n=4-5). Results are expressed as the mean ± S.E.M. * p< 0.05 compared with control. #p < 0.05 compared with the ET-1-
treated group. 
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Figure 8: The correlation of ET-1, Twist and tumor stages in human chondrosarcoma tissues. A. IHC analysis of ET-1 and 
Twist expression in normal cartilage and chondrosarcoma tissues (Scar bar = 50 μm). Quantitative data are shown in B & C. Correlation 
and quantitative data are shown in D. Data are expressed as the mean ± SEM.
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that Twist is involved in ET-1-mediated cell migration. 
miRNA target prediction analysis proved that Twist is the 
targets of miR-300; transfection of cells with the miR-300-
mimic strongly inhibited ET-1-induced Twist expression. 
Our findings indicate that miR-300 directly represses 
Twist protein expression through binding to the 3′UTR of 
human Twist genes, and thus negatively regulates Twist-
mediated metastasis.

In conclusion, metastasis plays a critical role in the 
progression of tumors and is the main cause of death from 
cancer. Chemotherapy and radiation play limited roles 
in primary treatment of chondrosarcoma and no specific 
standardized therapy has as yet proven to be effective for 
chondrosarcoma [47]. Our study elucidates the mechanism 
of ET-1-induced EMT in chondrosarcoma; miR-300 may 
play a pivotal role in this process. Our findings provide 
a novel insight into the role of ET-1 in cancer metastasis 
and indicate that ET-1 may be a novel therapeutic target in 
chondrosarcoma metastasis.

MATERIALS AND METHODS

Materials

Protein A/G beads, anti-mouse and anti-rabbit IgG-
conjugated horseradish peroxidase, rabbit polyclonal 
antibodies specific for vimentin, N-cadherin, E-cadherin, 
Twist, p-AMPK, AMPK, and β-actin were purchased 
from Santa Cruz Biotechnology (Santa Cruz, CA, USA). 
ON-TARGETplus siRNAs of Twist, AMPKα1, AMPKα2 
and control were purchased from Dharmacon Research 
(Lafayette, CO, USA). Recombinant human ET-1 was 
purchased from PeproTech (Rocky Hill, NJ, USA). 
miRNA control and miR-300 mimic were purchased from 
Invitrogen (Carlsbad, CA, USA). All other chemicals were 
obtained from Sigma–Aldrich (St Louis, MO, USA).

Cell culture

The human chondrosarcoma cell line (JJ012) was 
kindly provided by the laboratory of Dr. Sean P Scully 
(University of Miami School of Medicine, Miami, FL). 
The human chondrosarcoma cell line (SW1353) was 
obtained from the American Type Culture Collection. 
Cells were cultured in Dulbecco’s modified Eagle’s 
medium (DMEM)/α-MEM supplemented with 10% fetal 
bovine serum and 100 units/mL penicillin/streptomycin at 
37°C in a humidified chamber in 5% CO2. The basal levels 
of ET-1 in JJ012 and SW1353 cells are 2.16 pg/ml and 
1.33 pg/ml, respectively.

Western blot analysis

The cellular lysates were prepared and proteins were 
then resolved on SDS–PAGE and transferred to Immobilon 
polyvinyldifluoride (PVDF) membranes. The blots were 

blocked with 4% BSA for 1 h at room temperature and 
then probed with rabbit anti-human antibodies against 
AMPK, p-AMPK, E-cadherin, N-cadherin, vimentin or 
Twist (1:1000) for 1 h at room temperature. After three 
washes, the blots were incubated with a donkey anti-rabbit 
peroxidase-conjugated secondary antibody (1:1000) for 1 
h at room temperature. The protein bands were visualized 
by enhanced chemiluminescence using ImageQuant LAS 
4000 (GE Healthcare Life Sciences, Little Chalfont, 
UK). Quantitative data were obtained using a computing 
densitometer and ImageQuant software (Molecular 
Dynamics, Sunnyvale, CA).

Quantitative real time PCR

The quantitative real-time PCR (qPCR) analysis 
was carried out using the Taqman® one-step PCR Master 
Mix (Applied Biosystems, Foster City CA). 100 ng of 
total cDNA was added per 25 μl reaction with sequence-
specific primers and Taqman® probes. Sequences for 
all target gene primers and probes were purchased 
commercially (β-actin was used as the internal control) 
(Applied Biosystems, CA). Quantitative RT-PCR assays 
were carried out in triplicate on a StepOnePlus sequence 
detection system. The cycling conditions were 10 min 
polymerase activation at 95°C followed by 40 cycles at 
95°C for 15 sec and 60°C for 60 sec. The threshold was 
set above the non-template control background and within 
the linear phase of target gene amplification to calculate 
the cycle number at which the transcript was detected 
(denoted as CT).

miRNA qPCR analysis

Total RNAs were extracted and cDNA was 
synthesized using the Mir-X™ miRNA First-Strand 
Synthesis Kit (Clontech, CA, USA). Quantitative RT-
PCR assays were carried out in triplicate on a StepOnePlus 
sequence detection system. The cycling conditions were 
10 min polymerase activation at 95°C followed by 40 
cycles at 95°C for 15 sec and 60°C for 60 sec. Relative 
gene expression was quantified using an endogenous 
control gene (U6). The threshold cycle (CT) was defined 
as the fractional cycle number at which fluorescence 
passed a fixed threshold, and relative expression was 
calculated using the comparative CT method.

Transwell migration and invasion assays

All cell migration assays were performed using 
Transwell inserts (8-μm pore size; Costar, NY) in 24-
well dishes. Chondrosarcoma cells were pretreated for 
30 min with the indicated concentrations of inhibitors or 
vehicle (0.1% DMSO). Cells (1 × 104 in 200 μl of serum-
free medium) were seeded in the upper chamber of the 
Transwell and 300 μl of the same medium containing 
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varying concentrations of ET-1 was placed in the lower 
chamber. Each experiment was performed with triplicate 
wells and repeated at least 3 times. For the cell invasion 
assay, each well was pre-coated with Matrigel (25 mg/50 
mL; BD Biosciences, Bedford, MA) to form a continuous, 
thin layer. Protocol was followed in the migration assay.

Establishment of migration-prone sublines

Subpopulations of JJ012 cells were selected 
according to their differential migration abilities using 
the cell culture insert system as described above. After 
overnight migration, cells that penetrated through pores 
and migrated to the undersides of filters were trypsinized 
and harvested for a second round of selection. After 
10 rounds of selection, migration-prone subline was 
designated as JJ012 (S10). Original cells were designated 
as JJ012 (S0) [48].

Wound healing assay

For wound-healing migration assays, cells were 
seeded on 12-well plates at a density of 1 × 105 cells/well 
in culture medium. At 24 h after seeding, the confluent 
monolayer of culture was scratched with a fine pipette tip, 
and migration was visualized by microscopy. The rate of 
wound closure was observed at the indicated times.

Plasmid construction and luciferase reporter 
assay

Wild-type (wt) Twist-3’-UTR was constructed 
into the pGL2-Control vector. The mutation of Twist-
3’-UTR was performed by Quickchange™ site-directed 
mutagenesis protocol (Stratagene; La Jolla, CA, USA), 
according to the manufacturer’s instructions.

To analysis 3’-UTR luciferase activity, JJ012 cells 
were transfected with wt-Twist-3’UTR or mutant (mt)-
Twist-3’UTR luciferase plasmids. Cells were lysated 
after 24 h of transfection, harvested and detected using a 
luciferase assay system (Promega; Madison, WI, USA).

Immunohistochemistry analysis

The human chondrosarcoma tissue array was 
purchased from Biomax (Rockville, MD, USA; 6 cases for 
normal cartilage, 24 cases for grade I chondrosarcoma, 9 
cases for grade II chondrosarcoma, and 15 cases for grade 
III chondrosarcoma). Fixed and paraffin-embedded tissues 
were deparaffinized with xylene, and rehydrated through a 
graded series of alcohols to water. Endogenous peroxidase 
activity was blocked with 3% hydrogen peroxide. Heat-
induced antigen retrieval was carried out for all sections 
in 0.01 M sodium citrate buffer, pH 6 at 95°C for 20 min. 
Human ET-1 or Twist antibodies were applied at a dilution 
of 1:200 and incubated at 4°C overnight. Bound antibodies 
were detected by NovoLink Polymer Detection System 

(Leica Microsystems, Newcastle, UK) and visualized 
with the diaminobenzidine reaction. The sections were 
counterstained with hematoxylin. The staining intensity 
was evaluated as 0, 1+, 2+, 3+, 4+, and 5+ for no staining, 
very weak staining, weak staining, moderate staining, 
strong staining, and very strong staining, respectively, by 
two independent and blinded observers. IHC score was 
determined as the sum of the intensity score.

Statistics

All data are presented as the mean ± SEM. 
Statistical comparison of two groups was performed using 
the Student’s t-test. Statistical comparisons of more than 
two groups were performed using one-way analysis of 
variance with Bonferroni’s post hoc test. In all cases, P < 
0.05 was considered significant.

ACKNOWLEDGMENTS

This work was supported by grants from the 
Ministry of Science and Technology of Taiwan (NSC 
103-2320-B-029-002-MY3; MOST 104-2320-B-029-
002-MY3; MOST 103-2628-B-039-002-MY3) and China 
Medical University Hospital (DMR-104-055).

CONFLICTS OF INTEREST

The authors state no competing interests.

REFERENCES

1.	 Leddy LR and Holmes RE. Chondrosarcoma of bone. 
Cancer Treat Res. 2014; 162:117-130.

2.	 Chen JC, Fong YC and Tang CH. Novel strategies for the 
treatment of chondrosarcomas: targeting integrins. Biomed 
Res Int. 2013; 2013:396839.

3.	 Cui J, Gong M, He Y, Li Q, He T and Bi Y. All-trans retinoic 
acid inhibits proliferation, migration, invasion and induces 
differentiation of hepa1-6 cells through reversing EMT in 
vitro. Int J Oncol. 2016; 48:349-357.

4.	 Chen D, Zhang Y, Zhang X, Li J, Han B, Liu S, Wang L, 
Ling Y, Mao S and Wang X. Overexpression of integrin-
linked kinase correlates with malignant phenotype in 
non-small cell lung cancer and promotes lung cancer 
cell invasion and migration via regulating epithelial-
mesenchymal transition (EMT)-related genes. Acta 
Histochem. 2013; 115:128-136.

5.	 Yu CC, Chien CT and Chang TC. M2 macrophage 
polarization modulates epithelial-mesenchymal transition 
in cisplatin-induced tubulointerstitial fibrosis. Biomedicine 
(Taipei). 2016; 6:5.

6.	 Chen HF and Wu KJ. Epigenetics, TET proteins, and 
hypoxia in epithelial-mesenchymal transition and 
tumorigenesis. Biomedicine (Taipei). 2016; 6:1.



Oncotarget14www.impactjournals.com/oncotarget

7.	 Herrmann E, Bogemann M, Bierer S, Eltze E, Hertle L 
and Wulfing C. The endothelin axis in urologic tumors: 
mechanisms of tumor biology and therapeutic implications. 
Expert review of anticancer therapy. 2006; 6:73-81.

8.	 Wulfing P, Kersting C, Tio J, Fischer RJ, Wulfing 
C, Poremba C, Diallo R, Bocker W and Kiesel L. 
Endothelin-1-, endothelin-A-, and endothelin-B-receptor 
expression is correlated with vascular endothelial growth 
factor expression and angiogenesis in breast cancer. Clinical 
cancer research : an official journal of the American 
Association for Cancer Research. 2004; 10:2393-2400.

9.	 Lahav R, Suva ML, Rimoldi D, Patterson PH and 
Stamenkovic I. Endothelin receptor B inhibition triggers 
apoptosis and enhances angiogenesis in melanomas. Cancer 
research. 2004; 64:8945-8953.

10.	 Lamagna C, Aurrand-Lions M and Imhof BA. Dual role of 
macrophages in tumor growth and angiogenesis. Journal of 
leukocyte biology. 2006; 80:705-713.

11.	 Rosano L, Cianfrocca R, Tocci P, Spinella F, Di Castro 
V, Caprara V, Semprucci E, Ferrandina G, Natali PG and 
Bagnato A. Endothelin A receptor/beta-arrestin signaling to 
the Wnt pathway renders ovarian cancer cells resistant to 
chemotherapy. Cancer research. 2014; 74:7453-7464.

12.	 Padma VV. An overview of targeted cancer therapy. 
Biomedicine (Taipei). 2015; 5:19.

13.	 Oliveras-Ferraros C, Cufi S, Vazquez-Martin A, Torres-
Garcia VZ, Del Barco S, Martin-Castillo B and Menendez 
JA. Micro(mi)RNA expression profile of breast cancer 
epithelial cells treated with the anti-diabetic drug 
metformin: induction of the tumor suppressor miRNA let-7a 
and suppression of the TGFbeta-induced oncomiR miRNA-
181a. Cell Cycle. 2011; 10:1144-1151.

14.	 Calura E, Fruscio R, Paracchini L, Bignotti E, Ravaggi 
A, Martini P, Sales G, Beltrame L, Clivio L, Ceppi L, Di 
Marino M, Fuso Nerini I, Zanotti L, Cavalieri D, Cattoretti 
G, Perego P, et al. MiRNA landscape in stage I epithelial 
ovarian cancer defines the histotype specificities. Clinical 
cancer research : an official journal of the American 
Association for Cancer Research. 2013; 19:4114-4123.

15.	 Wu MH, Chen LM, Hsu HH, Lin JA, Lin YM, Tsai 
FJ, Tsai CH, Huang CY and Tang CH. Endothelin-1 
enhances cell migration through COX-2 up-regulation in 
human chondrosarcoma. Biochim Biophys Acta. 2013; 
1830:3355-3364.

16.	 Wu MH, Lo JF, Kuo CH, Lin JA, Lin YM, Chen LM, 
Tsai FJ, Tsai CH, Huang CY and Tang CH. Endothelin-1 
promotes MMP-13 production and migration in human 
chondrosarcoma cells through FAK/PI3K/Akt/mTOR 
pathways. J Cell Physiol. 2012; 227:3016-3026.

17.	 Fitzgerald MP, Gourronc F, Teoh ML, Provenzano MJ, Case 
AJ, Martin JA and Domann FE. Human Chondrosarcoma 
Cells Acquire an Epithelial-Like Gene Expression Pattern 
via an Epigenetic Switch: Evidence for Mesenchymal-
Epithelial Transition during Sarcomagenesis. Sarcoma. 
2011; 2011:598218.

18.	 Mori K, Chano T, Kushima R, Hukuda S and Okabe H. 
Expression of E-cadherin in chordomas: diagnostic marker 
and possible role of tumor cell affinity. Virchows Arch. 
2002; 440:123-127.

19.	 Villers A, Neuzillet Y and Beuzeboc P. [Inhibitors of the 
receptor A for endothelin-1]. Progres en urologie : journal 
de l’Association francaise d’urologie et de la Societe 
francaise d’urologie. 2010; 20 Suppl 1:S77-79.

20.	 Merino M, Pinto A, Gonzalez R and Espinosa E. 
Antiangiogenic agents and endothelin antagonists in 
advanced castration resistant prostate cancer. Eur J Cancer. 
2011; 47:1846-1851.

21.	 Ansieau S, Bastid J, Doreau A, Morel AP, Bouchet BP, 
Thomas C, Fauvet F, Puisieux I, Doglioni C, Piccinin S, 
Maestro R, Voeltzel T, Selmi A, Valsesia-Wittmann S, 
Caron de Fromentel C and Puisieux A. Induction of EMT 
by twist proteins as a collateral effect of tumor-promoting 
inactivation of premature senescence. Cancer Cell. 2008; 
14:79-89.

22.	 Smit MA and Peeper DS. Deregulating EMT and 
senescence: double impact by a single twist. Cancer Cell. 
2008; 14:5-7.

23.	 Tsai CH, Tsai HC, Huang HN, Hung CH, Hsu CJ, Fong 
YC, Hsu HC, Huang YL and Tang CH. Resistin promotes 
tumor metastasis by down-regulation of miR-519d 
through the AMPK/p38 signaling pathway in human 
chondrosarcoma cells. Oncotarget. 2015; 6:258-270. 
doi: 10.18632/oncotarget.2724.

24.	 Hsu CJ, Wu MH, Chen CY, Tsai CH, Hsu HC and Tang CH. 
AMP-activated protein kinase activation mediates CCL3-
induced cell migration and matrix metalloproteinase-2 
expression in human chondrosarcoma. Cell Commun 
Signal. 2013; 11:68.

25.	 White NM, Fatoohi E, Metias M, Jung K, Stephan C and 
Yousef GM. Metastamirs: a stepping stone towards improved 
cancer management. Nat Rev Clin Oncol. 2011; 8:75-84.

26.	 Xia H and Hui KM. MicroRNAs involved in regulating 
epithelial-mesenchymal transition and cancer stem cells 
as molecular targets for cancer therapeutics. Cancer Gene 
Ther. 2012; 19:723-730.

27.	 Wu MH, Huang CY, Lin JA, Wang SW, Peng CY, Cheng 
HC and Tang CH. Endothelin-1 promotes vascular 
endothelial growth factor-dependent angiogenesis in human 
chondrosarcoma cells. Oncogene. 2014; 33:1725-1735.

28.	 Krishan S, Richardson DR and Sahni S. Gene of the month. 
AMP kinase (PRKAA1). J Clin Pathol. 2014; 67:758-763.

29.	 Bess E, Fisslthaler B, Fromel T and Fleming I. Nitric oxide-
induced activation of the AMP-activated protein kinase alpha2 
subunit attenuates IkappaB kinase activity and inflammatory 
responses in endothelial cells. PLoS One. 2011; 6:e20848.

30.	 Hawley SA, Boudeau J, Reid JL, Mustard KJ, Udd L, 
Makela TP, Alessi DR and Hardie DG. Complexes between 
the LKB1 tumor suppressor, STRAD alpha/beta and MO25 
alpha/beta are upstream kinases in the AMP-activated 
protein kinase cascade. J Biol. 2003; 2:28.



Oncotarget15www.impactjournals.com/oncotarget

31.	 Nakano A, Kato H, Watanabe T, Min KD, Yamazaki S, 
Asano Y, Seguchi O, Higo S, Shintani Y, Asanuma H, 
Asakura M, Minamino T, Kaibuchi K, Mochizuki N, 
Kitakaze M and Takashima S. AMPK controls the speed of 
microtubule polymerization and directional cell migration 
through CLIP-170 phosphorylation. Nat Cell Biol. 2010; 
12:583-590.

32.	 Shaw RJ. Tumor suppression by LKB1: SIK-ness prevents 
metastasis. Sci Signal. 2009; 2:pe55.

33.	 Hartsock A and Nelson WJ. Adherens and tight junctions: 
structure, function and connections to the actin cytoskeleton. 
Biochim Biophys Acta. 2008; 1778:660-669.

34.	 Marcus AI and Zhou W. LKB1 regulated pathways in lung 
cancer invasion and metastasis. J Thorac Oncol. 2010; 
5:1883-1886.

35.	 Esquela-Kerscher A and Slack FJ. Oncomirs - microRNAs 
with a role in cancer. Nat Rev Cancer. 2006; 6:259-269.

36.	 He Y, Meng XM, Huang C, Wu BM, Zhang L, Lv XW 
and Li J. Long noncoding RNAs: Novel insights into 
hepatocelluar carcinoma. Cancer Lett. 2014; 344:20-27.

37.	 Chen PS, Su JL and Hung MC. Dysregulation of 
microRNAs in cancer. J Biomed Sci. 2012; 19:90.

38.	 Wang LH, Lin CY, Liu SC, Liu GT, Chen YL, Chen JJ, 
Chan CH, Lin TY, Chen CK, Xu GH, Chen SS, Tang 
CH and Wang SW. CCL5 promotes VEGF-C production 
and induces lymphangiogenesis by suppressing miR-507 
in human chondrosarcoma cells. Oncotarget. 2016. 
doi: 10.18632/oncotarget.9213.

39.	 Lu Y, Li F, Xu T and Sun J. miRNA-497 Negatively 
Regulates the Growth and Motility of Chondrosarcoma 
Cells by Targeting Cdc25A. Oncol Res. 2016; 23:155-163.

40.	 Goudarzi PK, Taheriazam A, Asghari S, Jamshidi M, 
Shakeri M, Yahaghi E and Mirghasemi A. Downregulation 
of miR-185 and upregulation of miR-218 expression may 
be potential diagnostic and prognostic biomarkers of human 
chondrosarcoma. Tumour Biol. 2016; 37:5775-5779.

41.	 Liu GT, Chen HT, Tsou HK, Tan TW, Fong YC, Chen 
PC, Yang WH, Wang SW, Chen JC and Tang CH. CCL5 
promotes VEGF-dependent angiogenesis by down-
regulating miR-200b through PI3K/Akt signaling pathway 
in human chondrosarcoma cells. Oncotarget. 2014; 
5:10718-10731. doi: 10.18632/oncotarget.2532.

42.	 Zhou F, Li Y, Hao Z, Liu X, Chen L, Cao Y, Liang Z, 
Yuan F, Liu J, Wang J, Zheng Y, Dong D, Bian S, Yang B, 
Jiang C and Li Q. MicroRNA-300 inhibited glioblastoma 
progression through ROCK1. Oncotarget. 2016. 
doi: 10.18632/oncotarget.9068.

43.	 Katsura A, Morishita A, Iwama H, Tani J, Sakamoto T, 
Tatsuta M, Toyota Y, Fujita K, Kato K, Maeda E, Nomura 
T, Miyoshi H, Yoneyama H, Himoto T, Fujiwara S, Kobara 
H, et al. MicroRNA profiles following metformin treatment 
in a mouse model of non-alcoholic steatohepatitis. Int J Mol 
Med. 2015; 35:877-884.

44.	 Wang D, Li Q, Li K, Xiao P and Yin R. Twist-related protein 
1-mediated regulation of mesenchymal change contributes 
to the migration and invasion of cervical cancer cells. Oncol 
Lett. 2015; 10:3107-3112.

45.	 Yuen HF, Chua CW, Chan YP, Wong YC, Wang X 
and Chan KW. Significance of TWIST and E-cadherin 
expression in the metastatic progression of prostatic cancer. 
Histopathology. 2007; 50:648-658.

46.	 Zhou Y, Zang X, Huang Z and Zhang C. TWIST interacts 
with endothelin-1/endothelin A receptor signaling in 
osteosarcoma cell survival against cisplatin. Oncol Lett. 
2013; 5:857-861.

47.	 Gelderblom H, Hogendoorn PC, Dijkstra SD, van Rijswijk 
CS, Krol AD, Taminiau AH and Bovee JV. The clinical 
approach towards chondrosarcoma. Oncologist. 2008; 
13:320-329.

48.	 Tang CH, Chen CF, Chen WM and Fong YC. IL-6 increases 
MMP-13 expression and motility in human chondrosarcoma 
cells. J Biol Chem. 2011; 286:11056-11066.


